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CYP2J is one of the important member of CYP2 
subfamily, unlike other cytochrome P450 enzymes, 
it is predominantly expressed in extrahepatic tissues 
including the heart, skeletal muscle, placenta, lung, 
pancreas, bladder, brain, small intestine and kidney 
(Zeldin et al, 1996, 1997; Enayetallah et al, 2004). 
Moreover, CYP2J2 is also highly expressed in various 
tumour tissues and promotes tumour growth and 
proliferation (Jiang et al, 2005, 2009; Chen et al, 2011). 
CYP2J subfamily enzymes are conserved among 
the various animals and they displayed similar 
enzymatic functions and activities (Wu et al, 1997; Ma 
et al, 1999; Messina et al, 2010). Specially, CYP2J drew 
more interest due to its function on metabolism of 
arachidonic acid (AA). It converts arachidonic acid to 
four different epoxyeicosatrienoic acids (EETs), which 
play significant roles in maintaining the homeostasis 
of the kidney, heart and lung by controlling crucial 
biological processes such as anti-inflammation, 
vasodilatation, relaxation of smooth muscle and 
angiogenesis (Kroetz and Zeldin, 2002; Spector et al, 

2004). CYP2J2 can metabolise several drugs including 
Albendazole, Astemizole, Ebastine and Terfenadine 
etc (Matsumoto et al, 2003; Lee et al, 2010; Ghosal et 
al, 2011). It also has long been reported that there is 
a fairly close relationship between CYP-derived EET 
and salt-sensitive hypertension (Messina et al, 2010).

In this experiment, RT-qPCR SYBR Green I 2-∆∆CT 
was used to detect the expression and distribution 
of CYP2J gene in the digestive system of Bactrian 
camels and Mongolian cattle and compared the relative 
expression of the two species.

Materials and Methods 

Experimental Animals 
The tissues were immediately collected from 

the three healthy Bactrian camels and three healthy 
Mongolian cattle at slaughterhouse in Alxa and 
Ordos, respectively. Samples were collected in liquid 
nitrogen firstly and then stored at −80°C in the lab 
until preparation of total RNA. 
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ABSTRACT
This study was conducted to investigate the expression and distribution of CYP2J gene in different parts of the 

digestive system in Bactrian camel and to explore the related clues between the CYP2J genes and the characteristics of 
salt-sensitive hypertension of Bactrian camels. Firstly, the primers were designed according to predictive sequences 
(XM-006176094.1) of Bactrian camel CYP2J genes and ACTB of Bactrian camel, as well as Mongolian cattle CYP2J 
genes (NM-001077210.1) and ACTB Mongolian cattle, then the CYP2J genes were amplified by SYBR Green Real-Time 
PCR using ACTB as reference gene. Secondly, the relative quantitative method of 2-∆∆CT was used to process the data 
and the expression level of CYP2J gene in 7 parts of digestive system including liver, spleen, caecum, colon, jejunum, 
ileum and duodenum of Bactrian camel and Mongolian cattle was comparatively analysed. The result showed that 
CYP2J gene was highly expressed in the liver of Bactrian camel and followed by colon, duodenum, ileum, jejunum 
and caecum. However, in Mongolian cattle, the relative expression of CYP2J gene was highest in pancreas, followed 
by liver, duodenum, ileum, jejunum, colon and caecum. Furthermore, the relative expression level of CYP2J gene in 
Bactrian camels’ liver, pancreas, colon and duodenum was significantly higher than that of in corresponding parts of 
the digestive system in Mongolian cattle. Therefore, the expression and distribution of CYP2J gene in different parts 
of digestive system of Bactrian camel was significantly different from Mongolian cattle, however, these two species 
are closest in degree of evolution.
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